ImmPort Flow Cytometry: Data Management

lnhnut ImmPort Admin Access Data | Tools | Resources

Edit Profile | Sign Out

MNews & Events

P

Flow Cytometry i

ata Management
pload Sinale File
Ipload Mulkiple Files
YigwEdit Uploaded Data
Create Data Set
i Edit Daka Sets

FLOCK
Analvze Individual Files

Analvze Data Sets

View/Edit Results
FLOCE

Centroid Files

Cross Sample

Cross Sample Help
Skart Cormparisan

Gene Expression (GDS)
E0E Generation Resulks
Single Module Resuls
Pipeline Resulks
User Guide

Genetic Analysis [
IJser Guide (PEDC)
Fun PED Generation
Genearation Resulks
Izer Guide (IGAT)
Run Genetic &nalysis

Analysis Results

MHC analysis i
Upload Data
Create [aka Set
Analvze Daka Set
Analvsis Resulks

User Guide

tagsMNP
Fun tagshP

Fesulks

Access Data Management through the ImmPort Tools menu.



ImmPort Flow Cytometry: Data Management

FEEEL
P LA
I
TLLLL
ammmns®
sumunss
L

Qyenviewe "

Flow Cytometry Analysis (Beta) / Data Management /.

Flowy Cytometry 'FL&CKvVlEWI.EdrtResurts -+ | Crozs Sample = | Help
The Data Management module allows the uzer to:

¥ Upload one or maore flow cytometry data files for future analysis

F fiew and edit the uploaded txt files, e.g., adding sample information, renaming markers,

¥ Put mutiple .txt files into a data zet that can be uzed either in batch FLOCK rums or Cross Sample Compatizon

F fiew and edit the created datazet, e.2., addingfremoving filez, adding information for files in the datazet

The uploaded data file can be in either fos or txt format, The filename can't contain the following characters: ' vand S ImmPort automatically converts fos files to txt files when the
upload includes anly . fos files, The txt files can be created uszing third party toolz including Tree Star FlowJo™ on MacDs, For conversion details, please see the help section,

Channels, such as forward scatter width (FEC-W), can distort FLOCK analysis result if included together with forward scatter height (FSC-H) 0 the fos data file, od can exclude these

Upload Single File
Upload Mulkiple Files
Wigw/Edit Uploaded Data
Zreate Dakta Set
Wigw/Edit Diaka Sets

channels using Tree Star FlowJo™ on Macos or you can modify and upload the txt data file available after conversion on ImmPort, For details, please see the help section,

The ImmPort FCS conversion component has been tested with a variety of BD (Becton, Dickinson and Company) flow cytometry instrument data files. The conversion results are highly
consiztent with thoze from Tree Star FlowJo™ channel output for FCS 2.0 and 2.0 files, Ongoing improvements will cover data files, both pre- and post- gated, from alternative flow

cytometers, If you have data files from another wendor, pleaze contact the help desk zo that the ImmPort team can assizt you with your data requirements,

Flow Cytometry Analysis Workflow

Upload Data and Identify Populations Adjust FLOCK Results and a Compare Populations

Create Dataset Automatically Using FLOCK] Generate Centroid Files

Acrass Different Samples




ImmPort Flow Cytometry:

Uploading data
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Flow Cytometry Apalysis (Beta) / Data Management / Overview

Flowy Cytometry | Lata Management = \ FLOCK = | Yiew/Edit Results = | Cross Sample - | Help

The Data Managsl

Upload Single File

b Lpload Upload Multiple Files files { txt converted from fos) for future analysis
; Wiew/Edit Uploaded Data : : ; :
F e an 1, adding sample information, renaming markers,
Create Daka Set
¥ Put mutipl can be uzed either in batch FLOCK runs or Crosz 53

m About ImmPort  Admin @ A

ment / File Upload

=« | Cross Sample = | Help

Oatazet, e.2., addingfremowing files, adding information for files 1'I

A project is required to upload daia. Mease see the User Guide or contact the heip desk for more information.

Select project to store uploaded file: ETest research praject for 2.8 w

The uploaded data file can be in either fus or .ixt format. The filename can't contain the following characters: *“\a
fites when the uptoad inclides only Jfos fites, The .txt files can be created using third party tools including Tree Star It
the help section,

/. immi
wio™on

-

Mame *

Description

Data File (.fis) | " Browse.. ]
Data File (.txt) | " Browse.. ]
Marker File {.infa) | " Browse.. ]

/

=Select project to store
uploaded file

=Provide name and
description

=Browse for files

=.info files are optional.
=Click ‘Upload’

Hpload” witl upload the above files inte the private preject workspace of yoor chosen project and create the data set.

*FLOCK requires FCS files to be converted to .txt format. FCS 2.0, 3.0 files will be automatically converted to .txt after
uploading into ImmPort; conversion has been tested on a variety of Becton, Dickinson flow files. ImmPort also supports
uploading of .txt converted files--Click ‘Help’ to view tutorials for converting FCS files to .txt prior to uploading.



ImmPort Flow Cytometry: Uploading data

Flow Cytometry Analysis (Beta) / Data Management / Package Upload

Flovww Cytometry Data Management = | FLOCK = | Wiew/Edit Results = | Cross Sample - | Help

Uplaad Single File

Multiple Flow Cytometry Result Files

Complete® reate Data Set JInfo File | Assemble and Submit a zip | Review Data |
Spreadshest De i iing the ..* Folder with Result Files, | Siibiission |
Multiple f  View/Edit Data Sets Detected | spreadshest and info File | |

The ImmPort Flow Cytometry multiple file upload process supports uploading of FC5 files [.fcs) and tab delimited text filesitxt) converted from FC5 files,
Uploaded .fos files are automatically converted to txt via FC5Trans, the ImmPort flow cvtometry data conwverter, &l uploaded files will be stored in a private
project workspace, For more information please see the User Guide or conwersion tutordals found in the menu bar under Help,
Batch Upload:
1. Complete the flowTextFilez.xlz template.

FThis template provides the opportunity to rename data files, allows for the addition of descAptive information about sach individual file being

uploaded and enables marker name chanzes wia the inclusion of a marker inf .
FThe fos or fos txt data file names may MOT contain the following characters
PThe fos data files should be compensated before sending to ImmPort, For more |nf0rmat|0n abOUt Mu'tlple Flle

2, Sawve the Excel flowTextFiles.xls template as a tab delimited text fils (flowTextFiles. 4 Upload please see the MUItIpIe Flle Upload

Please do notrename the flowTextFiles txt file. tuto rlal under the FIOW Cytometry Help
3. ZIP the completed template and the data files, sectlon

FCreate the ZIP file by selecting files from within 3 folder versus selecting the

riadd marker (channel) information files at this time if they are to be included Topaional. example MMarker P Lantol

PPlease do not include spaces in the .zip file name.

Frou may find it helpful to review an example multiple fos files upload package.

4, Select the project to which the data will be saved

Use the Browse feature to select the .zip file and click Submit, Time to complete the processing of submitted data iz dependent on the size of the
submission gqueue,

&, To rewiew the uploaded data go to Data Management, "Wiew f Edit Uploaded Data

Research Project Title: TESTIMG: Bioinformatics Integration Support Project »
Motes:
Upload Online |[ Browse . ]
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ImmPort Flow Cytometry: View/Edit Uploaded Data
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Flow Cytometry Analysis (Beta) / Data Management / Uploaded Files Search

Flaoww Cﬂ@Daﬁa Management - @- Yiew Edit Results - Cross Samples - Help

Uze the 'Uploaded Flow Files Search’' section to find data files for FLOCK analysiz, datazet creation or download of both fos files and txt files.
The number of items in a dataset iz limited to 300,

Select project:

Uploaded Flow Files Search

Search for Uploaded Files ;

=) Advanced Search Attribute Tree
&[] Flow
& [ Subiect

# [ ] Biological Sample
&[] Experiment

# [} Experiment Sample

TESTIMNG: Bioinformatics Integration Support Project

# ] Reagert
=[] Sty Y,
4 4 Pane 3 of1s bkl =
[T Mame Description
[T] arm4_Sub07213281 _Wis "Placebo immunotherapy

OO

oOOO

Armd Sub072131581 Mis
Armd_Sub07 83361 s
Armd_Subl7 53251 _Mis
Armd_Sub07 43261 Vis
Arm3_Subl7 3181 i
Arm3_Sub07 83171 _Mis
ArmZ_Sub071 83151 Mis
Arm3_Sub07 a3 41 Wiz
Arm3_Subly 13201 Mis

"Placebo immunotheragpy
"Placebo immunotherapy
"Placebo immunotheragpy
"Placebo immunotherapy
"Immunctherapy with pla
"lmmunctherapy with pla
"Immunctherapy with plas
"Immunctherapy with pla

"lmmunctherapy with plas

Flow; Mame

Flow: bescrigdgie Advanced Search options to find files of

=%

~ Include Semi-Public files in the Search [

Results per page : 25 |» ’ Subimit ] ’ Cancel ]

Like W

I:I @ Remove |
I:l \@' Remowve

interest. Use the buttons on the Uploaded Files
table to view file detail, run FLOCK for all selected
files, create datasets, delete and download .fcs files

and .txt converted versions of the same files

etails "= Run FLOCK H Save To Set H Save All . Dioweniload @ Delete Dizplaying 51 - 75 of 351

Panel Exp Sample Acc FiCS Text File Ciate Crested - Created By
FEC-HSSC-HICD 4Ch2s Armd_Sub07213281_Mis 2010-05-13 Chian Lt
FSC-HISSC-HICD 4)Ch2: Armd_ Sub07213191_Mis 2010-05-13 Glian

FEC-HISZC-HICDM 4)CD2s Armd_Sub07183361 _Yis 2010-05-13 Clizn

FEC-HISSC-HCOM 4)Ch2: Armd_Sub07183251 _Mis 2010-05-13 Clian

FSC-HSSC-HICD 4pChzz Armd_SubO07143261_Wis 2010-05-13 ian 0
FEC-HSSC-HCDM 4Ch2s Arm3_Sub07183181 Vi 2010-05-13 Chian

FSC-HISSC-HICDA 422 Arm3_Sub07183171_MVis 2010-05-13 Qlizn

FEC-HIESC-HICDM 4CD2E Arm3_Sub07183151 _Vis 2010-05-13 Clian

FEC-HISSC-HCOM 4pCh2s Arm3_Sub07183141 _Wis 2010-05-13 Chian

FSC-HSSC-HICD 4pCD2z Arm3_SubO071 13201 _Wis 2010-05-13 ian
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ImmPort Flow Cytometry: Uploaded File Detail

aMana‘gement*le Detail * Tabbed dlsplay of File details

Specimen_0 Specimer_0

(MWL 01 Tube 004 01 Tube 005

| Praject Liz's test project
= Hame \Specimen_001_Tube_005 |
fc. Descripkion |
d- FC5 Text File Mame Specimen_001_Tube_ 005, txk
A | ExpSample Accession
Panel Forward Scatter|side Scatker|anki-C0999 FITC-A)anti-ILBSE PerCP-A|MCA Pacific Blue-a | TCR APC-A|BCR. APC-Cyw7-A| CDabe
PE-A|IL-xvz PE-Cy7-&
Murnber of Events 10000
Murnber of Markers 10
[Minirmunn Intensity 0.0
Maximum Intensity 10235.0
Skatus lnaded
| Created By Thiomsan
|| Date Created 2010-10-06
| Marker Information Ciick on user assigned name to edit
Ln, FiZS Mame Uszer Assigned Mame =N
Ei FoC-a Forward Scatter ] -Edit Marker names
4 SEC-A Side Scatter =
E: FITC-& arti-C0993 FITC-A — l:lg:.lik ‘Save Chan ,
4 PErCP- artiILEEE PercP- ges
ﬁ Pacific Blueg-A MCA Pacific Blue-2 i

3 [t p,
@ve Changes >
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ImmPort Flow Cytometry: Create Data Set for FLOCK or Cross Sample Analysis

Flow Cytometry Analysis (Beta) / Data Management / Create Analysis Set

Flowy Cytometey Drats Management - FLOCH - WiewwEdit Results - Cross Sample - | Help

Usze the 'Uploaded Flow Files Search’ zection to find data files for dataset creation,
The number of items in a dataszet i [imited to 300,

Select project:  TESTIMG: Bioinformatics Integration Support Project l+| Include Semi-Public files in the Search [
Uploaded Flow Files Search -
Search for Uploaded Files Fesults per page : 25 W [ Subimit ] [ Cancel ]

=4 Advanced Search Attribute Tree N I:I @ Remave
=l il Flawy

i Flow: Description Like o III @ Remaowe
[=] Text File Mame
= | Description >'—
=] Panel

=] Created By

—| Crested By Last Mame

= Miate Crester 7

A Flow: Mame Like ~

Use Advanced Search options to find files for
datasets

b

Use arrow butten to move files in or out of apalysis sei.
Mouse-over colamp tities, click down arrow to hide or show columns.

Create Set will provide a pop-up to name and save the set
RemQove is used to remove files from the data set
Create Set i”Remc-ve

Page 1 atis | » Bl | & Displaving 1 - 25 of 351

Marme Description FCZ Text File Date Crested - FCZ Text File

Specimen_001_Tuk Specimen_001_Tuk 2011-01-24 ~ |

Specimen_001 _Tuke_001

Specimen_001 _Tube_001 txt

Specimen_001_Tuk Specimen_ 001 _Tuk 2010-11-17 r_J Specimen_ 001 _Tuke_ 009 Specimen_ 001 _Tuke 009 txt
Specimen_001 _Tuk Specimen_ 001 _Tuk 2000-11-17F lj Specimen_ 001 _Tuke_010 Specimen_ 001 _Tuke_ 0101t
Specimen_ 001 _Tuk Specimen_001_Tuk 2010-11-17 E: Specimen_001_Tube_011 Specimen_001 _Tube_ 011 txt
Specimen_001 _Tuk Specimen_001 _Tuk 2000-11-17 l:‘ Specimen_001_Tuke_012 Specimen_001 _Tuke_0121xt
Specimen_D001 _Tuk Specimen_001 _Tuk 2010-11-17

Specimen_001 _Tuk Specimen_ 001 _Tuk 2010-11-17 L

Specimen_ 001 _Tuk Specimen_ 001 _Tuk 2000-11-17F \

Specimen_001_Tuk Specimen_001_Tuk 20101117 Use arrow button to select files for the dataset
Specimen_001 _Tuk Specimen_001 _Tuk 2000-11-17 B
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ImmPort Flow Cytometry: View/Edit Data Sets
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Flow Cytometry Analysis (Beta) / Data Management / Flow Data Sets

Flovsw Cytometry Crata Management -

select project: ( TE Upload Sinale File

Upload mMultiple Files

Double click on & ry Wiew/Edit Uploaded Data

Marme Description
Datasetl
Test 5 - Mar 3 Test 5 - Ma

Create new data set test 12150

Data =et for cross samph 1284

(W e e

FLECH ~

“igwEdit Results -

Cross Sample -

ration Support Project

Heldp

e-over column titles, click down arrow o hide or show columns

B | = petai

File Count

10
4
11
T

s pun FLOCK & Delets

loaded
loaded

loaded

Project Date Crested -
TESTING: Bioinformatics | 2010-05-06
TESTING: Bioinformatics | 2010-03-03
TESTING: Bioinformatics | 2009-12-15
TESTING: Bioinformatics | 2009-12-15

Edit Profi

Mews B: Events

Run FLOCK on selected data set
Deleted selected data sets

Crested By
=tian
Campbell
Thomsan

Thomsaon

“low Data !

Project

Marme
Description
Status
Created By
Date Created

Files in the Set

- Flow lysis Set Detail

Flow Analysis Set Detail

Wersion 2.8 ImmPort Regression Project-kxt
Dataset 71

71files in dataset

lmaded

thomsone

2010-04-30

Dataset Detail

Page Tlars | oM 2 Displaying 1 -150f 71

Mame =« Description Exp Sample D Exp Sample Mame  FCS Text File Drate Created Created By

10 ES_FCE10 FCS0010 txd 2010-04-30 thomsone

11 ES_FCE11 FCSO011 txt 2010-04-30° thomsone

12 ES_FCE12 FCS0012 tat 2010-04-30 thomsaone

13 ES_FC313 FCSO013 txt 2010-04-30 thomsone

14 ES_FCS14 FCS0014 tat 2010-04-30 thomsaone

T ES_FCE13 FCS0015 2010-04-30. thomsone

AE m £ El’"ﬂ'\ﬂ" Eotdt S0 020 11

I Seareh for Uploaded Files ¢

Addvanced Search Attribute Tres
Il

] Subiect

|| Bidlogical Sample
_JExperimert

] Experimert Sample

I Reagent

] Study

ow butten to move filesin or out of anaiysis set.
over column titles, click down arrow to bide or show columns.

Fage 1lotis| b M | & Displaying 1 - 25 of 351

jame Description FCS Text Fils Date Crested ~

pecimen_001_Tuk
pecimen_001_Tuk
pecimen_ 00 _Tuk
pecimen_ 001 _Tuk
pecimen_001 _Tuk
pecimen_ 001 _Tuk
pecimen_001_Tuk
pecimen_00M_Tuk
pecimen 001 _Tuk

pecimen_001_Tuk

] Specimen_Dod _Tuk

Use Advanced Search options to find files
for dataset, use arrows to add or remove
files from dataset

Specimen_00_Tuk 2011-01-24
Specimen_001_Tuk 2010-11-17
Specimen_001_Tuk 2010-11-17
Specimen_001_Tuk 20101117
Specimen_001_Tuk 2010-11-17
Specimen_001_Tuk 2010-11-17
Specimen_001_Tuk 2010-11-17
Specimen_001 _Tuk 2040-11-17
Specimen_001_Tuk 2010-11-17

{3

Idlseve set Il save pshiewset HRemove yClear sl

BT

i e

Edit Dataset

Name

Case2054161
Case2054141
Caze2054151
Caze2054171
Caze2054151
Caze2054191
Caze2054201
Caze2054201
Caze2064161

FCS Text File

02054161_D0 b
02054141_001 b
02054151 _001 bt
02054171 _001 b
02054181 _001 b
02054191 _001 bt
02054201 _001 bt
02054201 _001 txt
02064161 _001 bt

[5] @ remove
I:l @ Remove




