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Multiple Flow Cytometry File Upload

Flow Cytometry Analysis (Beta) / FLOCK / Overview

Flowy Cytametry | Dats Management - | FLOCK = | %iew/Edi Results = | Cross Sample = | Help

FLOCK (FLOw Cly L load 3j i
Upload Multiple Files
3 Cgmpu = e ——
appru:uau:l'r YiewEdit Uploaded Data

Create Daka Set
F Can hand|

Wigw/Edit Data Sets
¥ Wapz popl . amples

ational approach to flow cytometry analysis which:

of unigue populations in high dimensional flow data using a rapid binning

b Calculates many uzeful summary statistics
P Find the mozt informative parameters

b Reduces subjective factors in manual gating

FLOCK and the Centroid Adjustment alzorithms are zometimes refined in order to obtain the optimal rezultzs, Pleaze be
sure to check the release notes to see if recent modifications would affect your detected populations,

Click Upload Multiple Files from the Data Management drop down menu




ImmPort Flow Cytometry Multiple File Upload Screen

Flow Cytometry Analysis (Beta) / Data Management / Package Upload

Flowe Cytometry | Data Mansgement - | FLOCK - | View Edit Eesults ~

| Crozs Sample - | Help

Workflow for Submission of Multiple Flow Cytometry Result Files

e Complete the Create a .info File
5 2 i + Spreadsheet Describing + Describing the
| Flesto.tt | Multiple Files ! Markers Detected

-

s —_ -

>

| Assemble and Submit a Zip
Folder with Rasult Files,
Spreadsheet and .info File |

Review Data |
+ Submission |

Uploaded data will be stored in your private project workspace. To upload using the |mmPort Flow Cytometry multiple file upload process, all fcs files are
required to be converted to the  txt format, Please see the User Guide or conversion tutorials found in the menu bar under Help.

Batch Upload:

r ¥ Compldte the flowTextFiles.xls tem]
informatts ba i

flowTextFiles.xls
required for

=ach

P Conwert the Excel template, saving

multiple file upload

ZIP the completed template and th

Upload

tunity to rename Jtxt converted .fos files, allows for the addition of descriptive
name changes wia the inclusion of a .info file.

ez at thiz time if they are to be included. Pleaze do not include spaces in the .zip file

name

instructions

P Select the project to which the data will be zaved

L queue,

b lze the Browse feature to select the =ip file and click Submit, Time to complete the processing of submitted datz iz dependent on the size of the submission

¥ To review the uploaded data go to Data Management, \ew / Edit Uploaded Data

Rezearch Project Title:

Motes:

TESTIMG: Bioinformatics Integration Support Project ¥

=Select Research project to
which upload will be stored
> =Provide description of

Upload Online |

uploaded files in “Notes”

|[ Browse.. ]

submit

Mesd helpt Please feel free to contact us by email at helpdesk@immport.org

If your .zip File is less than or equal to 1 Gigabyte, please use the Submit on-line option. ‘

P Check the "Upload Onling” check box.
P Select the .zmip file using the browse button,

P Click submit and record the registration number vou receive,

If your .zip file is greater than 1 Gigabyte, please use the Submit off-line option.

¥ Uncheck the "Upload COnline" check box.

P Click submit and record the registration number wou receive.

=Browse for .zip file

>

-

*File size upload restrictions

P Contact the help desk (helpdesk@immport. orgl with the registration ticket to arrara for file delivers,
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flowTextFiles.xls template: Multiple File Upload

E3 Microsoft Excel - flowTextFiles.xls Egﬁ?j;;
El_] Fil= Edit Miew Insert  Format  Tools  Daka  Wingdow or edit this
§ =TS e . T _2|eolumn a . Required :
P o el (3 oSS |V 8 Sa @ - Column |FCS Text File Pr|The FCS text file is a tab-delimited text file periment
=T v 3 / Hame Hame' Di3( bty converted From a binary Fes, Enter  [mple User-
2 | B | C | /D | 3 | Halthe exack file name for each file being ﬁl‘fEd I
List of S orsion 2.7 : . . 4 Test100kKfile01.txt | 5§uploaded. . info
ista ' 5 Test100Kfle02.txt |54 , 1. info
FLOW 5| Test| OOKAlOS txt a4 e ot {maximum of 100 characters 1 info
textles || 7 Test100Kfle0d txt [sg 2 =) . info
for batch | =N Test100kfile05.txt |safmples | ToOR._200F Batchuploadiniod. info
l;'lle‘s'.ge“;'u 9 Test100Kfile06.txt |sampleB  180K_200K) Batchuploadinfod. info
o alote 10 Test100KAe07 . txt |sampled 180K 200K Batchuploadinfod. info
ar edi this
2 |column | |
[Column | FCS Text File ‘-Priﬁerred #Descripﬁunqlﬂarker File ‘EE:perirnErrt TE:perimerrt i
Hame Hame' Display Sample User- @ample InnmPort
3 L NG Hame N\NSd N4 |Defined 1D Jiccession
4 Test100kfileO1 txt | isample] __:’I EEEIK QDDK:Batchupluadmfud |nf|:|
5 Test100kKfile02 txt sarmple2  180K_200k: Batchuploadinfod. info
B Test100KfileO3 txt 'sampled  180K_200ki Batchuploadinfod. infa
=l Test100kfileD4 txt sampled  180K_200K: Batchuploadinfod. info
=] TesﬂEIEIKfIEEIE tut | sam_pleﬁ __1 EEEIK QDDKiBatchupiuadmfufl |nf|:|_

Complete the flowTextFiles.xIs template:

Fill in FCS Text Files Names for each .txt converted .fcs file being uploaded—one file per row.
Preferred Display Name enables editing of FCS text file names to user-preferred names (optional)
Description of the file being uploaded (optional)

Marker file is used to edit the marker names within the flow cytometry file--see the user guide for more details. (optional)
Experiment Sample User-defined ID and Experiment Sample ImmPort Accession. (optional) The ImmPort accession
is assigned by ImmPort when an experiment sample is submitted. The User-defined ID is provided by the user during
data upload via the Experiment Sample submission template. Adding Experiment Sample information allows ImmPort

to link uploaded flow cytometry data to Experiment Samples within a Project.
6. Convert flowTextFiles.xlIs to flowTextFiles.txt and include saved flowTextFiles.txt in a .zip data package.

agprwDNE



439,_. Example of .zip data package for ImmPort flow
IS 1 I\/\Ml Of\l cytometry multiple-file upload without linking to
Experiment Samples

-

infO f”e prOVideS Bl Batchuploadinfo04.info -

) . File Edit “iew Insett Format

more meaningful N B &
=

names for .fcs

. | 3C-H FEC-H
markers (optional) ESC_H -

FL1-H CD4
FLZ-H CCR3
FL3-H CD&
FL4-H CCR4

List of files in your

computer folder:
flowTextFiles.txt : : \

. e ile referre: 'f i ..

form (required) Fﬁil-’”' ey | g H'ﬁa“:“pﬁjdm?: e,
Hame =
Name of form Test100Kfle01 txt [sampled |1 E] TDbhlllE)I;IKFI'Ieilllxt : l
Test100KfleO2 txt |sample2 |1 = =2 el ], Cx

should not be emacname (| resonieoz.be
Changed prior to Test100KfleO5.txt |sampleS |1 Ej Test00kFilens, bt
data submission [Z] Test100KFile04.bxt Add folder

[£] Test100KFile0S. bt
[Z] Test100KFile06. txt
[Z] Test100KFie07 bxt
[Z] Test100KFile0E. bt

“| Test100KFleDD. txt — '
.txt converted [Z] Test100Kfie09.bx

i [Z] Testio0Kfile10.bxt
FCSfiles [Z] Test100KFile1 2. txt
[Z] Test100Kfilel13.bxt
[£] Test100KFile14.bxt
[Z] Test100KFile1S.txt
[Z] Testi00KFile16.bxt
[Z] Testi0OKFile17.bxt
[Z] TestioOKFile15. bt

[Z] Testio0Kfile19.bxt
[Z] Testi00Kfilez0.bxt

contents into a
.zip file
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Example of .zip data package for ImmPort flow cytometry multiple-file upload linking
to Experiment Samples

{8 Batchupload1_3.zip

File Edit ‘“iew Favorites Tools  Help

. . . . . . '._‘_)'\:'-":-: I=_.4‘J ﬁ 'J.-.] Search l' _ Folders v
Items required in .zip package for linking to Experiment Samples: e '

Address [zl CDocuments and SettingstethomsoniDeskiopiBatchuploadl_3.zip

1. flowTextFiles.xls template converted to .txt

] Batchuploadinfoz bxt

2. Marker information file, tab-delimited, saved as .info | =
Folder Tasks -~ rj hinZamples. kxt

3. protocols.xls template converted to .txt S gsprot1 doc
4. Protocols referred to in the protocol.xls template ] experiments.txt
5. reagents.xls template converted to .txt : El SxngHispl ARl es ok
6. subjects (human or animal) .xls converted to .txt Other Places %E?;:Z:;cltlFllEei:;tm 0
7. experiments.xls converted to .txt (@ Desitop e '
8. experimentSamples.xls converted to .txt 5} My Bocurmers =] reagents.txt
9. bioSamples.xls converted to .txt L) Shired Dariments =] subjectstumantxt
10 fcs files converted to .txt - I_.j]SubjectTreatmentPrntocoI1.du:u:

T : %3 My Netwark Flaces ] Test100KFIeO1, et

[£] Test100KFile02, bxt

[Z] Test100KFile03 Ext
Details

Batchuploadl _3.zip
Compressed (zipped) Folder

Date Modified: Tuesday,

January 26, 2010, 3143 PM
Size: 6,06 MB

Please see the Data Submission User Guide for details and
links to required data submission templates



Data Submission Detail view of 3 uploaded files linked to experiment samples

Data Submission / Data Submission Details

Submit Data | Submission Histary

EBack to Histary

Data Management Home

Submitted Zip File:
Ticket Mumber:
Project Title;

Data Format:

Status:

Submitter:

Submit Date:
fhetadata File Format:
Motes:

17 items found, dizplaving all items.

CRowhum | iiehame | Staws | brorMesme | Dewptn |

Fezsources -

Batchupload_3.zip

thomsh 20100128 1397

Test Project

FCi_report_file

Caompleted [download report)

thomzli

012672010 15:44:11

THE_DEL L,

Test upload 3 files with exp sample links

da85EG Batchupload1_3.zip Pending
AaERT Batchuploadl_3.zp Started
JaEhE Protocoll_ExpSam.doc frchived
J5E59 SubjectTreatmentProtocoll. doc frchived
dgged B%Protl.doc Archived
daEE1 protocaols. txt Parzed
AEEEZ reagents. txt Parsed
AEEE3 subjectsHuman, txt Parsed
daBad bioSamples. txt Parsed
daEEh experments. txt Parsed
A5E6H experdmentSamples. txt Parsed
d5867 Test100Kfle01 txt &rehived
AgEes Test100Kfilel2, txt Archived
A5EED Test100Kfile03 txt &rehived
45870 flowTextFiles. txt Parsed
4aE71 Batchuploadinfol. txt trchived

JaET2 thomsli_20100126_1397 _ Batchuploadl_3.mip Completed

server name:testappl.immport. net

size: 19968 bvtes
zize: 19968 bytes
size: 19968 bytes

size: h4hE64Y bytes
size: A130040 byvtes
size: H445080 byvtes

size: 88 bvies



%‘i: [MMI ORI wuttiple File

Upload: upload status

Once the “Submit” button has been clicked, the system will display uploaded file information
including the name of the uploaded package and the Upload Ticket number. Click “Here” to

view upload Status

Research Project Title: TESTIMG: Bioinformatic

Motes:

Data Submission / Data Submission History

Subinit Data | Submission History | Resources -

Step i
Submit Data step 1: step2: Step 3
Main Page Downinad and Fill Templstes Check Data in .zip file Send Data in 21 file W

This page is @ summary overview of the dats submissions to a praject. If you have sccess to more than one praject, use the project filker to view the submission queue

from ather prajects.
The data submitted to ImmPort can be queried and reviewed in Research Data Search

pload Online |

Filter By Project TESTIMG: Bioinformatics Integration Support Project v Set Filter

Upluaded File: Batch3_Shles_tpfs*Thleno_info.zip iz done..
P 119_1308

few Status

=t thomsl

Click Here to rg

Meed help? Please feel free to contact us by email at helpdesk@immport.org

Click on a Ticket Mumber below to wiew a submission's details.

53 items found, displaying 26 to 50, First/Prew] 1,2, 3 Mext/Lact]

m—_mww
V|ew of Uploaded Files status C

N D

FW\ 0171972010 11:1%:

i LuLL s




[Double click onaw |.||:I|CIE|I:| SiI'II;|E! Fi|E!
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View and Edit Upload Data

s

$% IMMPORT

-

Flow Cytometry Analysis (Beta) / Data Management / Uploaded Files

Flowe Cytometry | Data Management = | FLOCK = | ViewiEdt Results » | Cross Sample =

¥iew /Edit Uploaded Data

Page (Create Daka Set uiew*ﬁetails RunﬁOCK Create L*nélysis Set
[7] Mame Wit et Exp Sample ID Exp Sample Mame  Status
!__i zample] 180K_200Kevents loaded
i:! zample? 180K_200Kevents loaded
i:i zamplel 180K _200Kevents loaded
I__! Filzl & test batch upload file ExpSsuplela sSampleda loaded
[ Filenza test batch uplohd file ExpSauplefa SampleZa Inaded
:! Filz03a test hatch upload T Sampleda loaded

About ImmPort  Admin  Access Data  Tools  Resources

Help

e-over column titles, click down arraw to hide or shaw columns,

Project FCS Text File
Fesearch Project for  Test] Q0Kfile01 fx
Fesearch Project for  Testt00Kfile02 fd
Fesearch Project for  Test] 00kWfile03 fx
Test re=zearch project Testfiel] tx
Test rezearch project Testfielz tx
Test rezearch project Testfiel3d tx

Edit Profile | Sign Dut

News & Events

Displaying 1 - 20 of 350

Cate Created -
2010-02-01
2010-02-01
2010-02-01
2010-01-28
2010-01-28
2010-01-28

=To view uploaded data, go to “Data Management” from the menu bar and select “View/Edit Uploaded Data”
=Uploaded data can be selected for detailed viewing, editing, and for the creation of analysis sets to be used with

FLOCK and Cross Sample comparison

=sExperiment Sample links for files which were submitted with Experiment Sample descriptive information. See the

Data Submission User Guide for more details



