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The following are the sources of the basic gene information presented on this page.

Gene
*National Center for Biotechnology Information (NCBI) Entrez Gene
*University of California, Santa Cruz (UCSC) Genome Bioinformatics
Transcript
*NCBI Entrez Gene
*UCSC Genome Bioinformatics
Protein
*Universal Protein Resource (UniProt)
*NCBI Entrez Gene
*UCSC Genome Bioinformatics
*Kyoto Encyclopedia of Genes and Genomes (KEGG)
Homolog
*NCBI Homologene
*NCBI Entrez Taxonomy
Reference
*PubMed
Phenotype
*NCBI Online Mendelian Inheritance in Man (OMIM)
Polymorphism
NCBI Entrez Single Nucleotide Polymorphism (SNP) TagSNPs were derived using the LDSelect algorithm.
To export the detailed records on this page, click on "Export" at the bottom of the screen. For the exported text file to display properly on
a PC, use Word Pad to open the text file.

Link(s)

About Reference Data

TagSNP selection

For dates of when data were extracted from their original sources, see Reference Data History on the side navigation under the
reference data query module.
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GO 0000187 activation of MAPE activity

G0:0050850 positive regulation of calcium-mediated signaling

GO 0050731 positive regulation of peptidyl-tyrosine phosphorylation
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17396518 LeRouxD et al, Syk-dependent actin dynamics regulate endocytic trafficking and processing of
antigensz internalized through the B-cell receptor,

176066353 PalaziozEH et al. Distinct roles for Syk and Z6P-70 during early thymocyte development,
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