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Accessing the ImmPort MHC Sequence Feature Structure Viewer

From the ImmPort
homepage, click on
the “Visualize Data”
tab and select
“Jmol”
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Select the species, locus and
structure of interest. Note:
only Homo sapiens is
currently supported.
Visualization of more crystal
structures for each locus is
under development.

Selecting the Structure of Interest



ImmPort MHC Sequence Feature
Structure Viewer

Accessing the ImmPort MHC Sequence Feature Structure Viewer

As an alternate point of access,
from the Sequence Feature
Detailed Report page, select the
link under “MHC Sequence Feature
Viewer”. This will take the
user directly to the Sequence
Feature Viewer for the selected
MHC protein with the indicated
SF highlighted in red.
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Accessing the ImmPort MHC Sequence Feature Structure Viewer

The MHC Sequence Feature
Structure Viewer will
automatically highlight the
sequence feature from the
Sequence Feature Detailed
Report page in red

The MHC Sequence Feature
Structure Viewer will
automatically highlight the
sequence feature from the
Sequence Feature Detailed Report
page in red
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MHC Sequence Feature Structure Viewer Display Options

Blocks of visualization
tools can be expanded
or collapsed as
preferred.



ImmPort MHC Sequence Feature
Structure Viewer

Information Section

The information section
displays key information
about the structure,
including the color map for
the default chain view and
the link to the PDB page
for that structure.
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Allele to PDB Mapping Submenu

Use this section to
highlight particular
residues of interest
in the indicated HLA
heavy chain in
yellow.

PDB Chain Coordinate Intervals indicate
which residues are represented in the
structure. In this example, residues -29
– 2 in the IMGT/HLA Coordinate System
cannot be highlighted because they are in
the HLA-A leader peptide and are not part
of the mature protein that is displayed
here.
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Display Options Submenu
Click and drag the
cursor arrow in the
Jmol display box to
orient the structure as
desired.

Choose from a variety
of display options by
selecting a display
type.

Mouse over the
“Details” box for
information about the
meaning of colors and
shapes used in the
selected display type.



ImmPort MHC Sequence Feature
Structure Viewer

Sequence Features Submenu

Select the sequence
feature type you are
interested in
displaying, and hit
“Load” to see a list
of these feature
types in the table
below
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Sequence Features Submenu

Choose one or more
sequence features to
visualize on the
crystal structure,
and hit “Display” to
see them highlighted
in red. Hit “Clear”
to remove all red
highlighting
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In order to highlight
backbone or sidechain
portions of the structure’s
component amino acids or
particular chains in the
structure, select
“Molecule” under the
Highlight/Label Features
menu.

Highlight/Label Features Submenu Once “Molecule” has been
selected, a second selection
box will appear. Here, choose
the desired portion of the
structure to highlight in pink.
If particular sequence features
have been selected for display
in red, the red highlighting
will not change to pink when
using this feature.
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To visualize the use of
particular amino acids and
amino acid types in a
structure, under “Color
Structure By:” select “Amino
Acid Residue”.

Highlight/Label Features Submenu

Use the second selection box
to highlight particular
residues or residue types in
pink.
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Other types of feature
highlighting include
coloring of resides by
structure type or
temperature factor.

Highlight/Label Features Submenu
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Use the label option in the
Highlight/Label Feature
Menu to label all amino
acids in the structure by
chain, three letter residue
name or residue number.
This option is best
utilized at high zoom.

Highlight/Label Features Submenu
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1) Save the state,
selection or
orientation of the
viewer. (Here, the
orientation is
saved).

2) Alter the orientation
and any other view of the
molecule. (Here, the
orientation and display
type are altered.)

3) Select “Restore
View: Orientation”,
and the orientation
that was saved in
step one, but not
the new display
type, is restored.

Save Restore Submenu
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Jmol Command Line Submenu

Jmol commands can be
executed here to further
personalize the MHC Sequence
Feature Structure Viewer



ImmPort MHC Sequence Feature
Structure Viewer

Reset View and Save View As Image Buttons

Click on the “Reset View” button
to return all of the
visualization settings to
default (i.e. the display type,
zoom, sequence feature
selection, etc that was on
display in this browser window
before user manipulation).

Click on the “Save
View As Image”
button to save a
.jpeg file of the
current state of
the viewer to your
local hard drive.


