
Allele Query Results
The aligned allele features are based on the query input options. The alignment reference sequence is based on the ANRI/IMGT reference. To modify the
parameters selected, click Modify Search. A summary of the search criteria is displayed. The results show the allele name/CWD, Sequence Features and Allele
Features which can be sorted. Click each feature and more detailed information will be displayed.
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Click on arrow on Allele name,
Sequence and Allele frequency detailed
information to view the columns
available. This can be selected or
deselected per user requirements. See
next 3 slides

Click on Modify Search to go back to
the MHC Allele search page

Select any or all boxes for detailed view or export
the output file for further analysis

Click on the arrow to sort the
items ascending/descending
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Alternatively, Click on ‘View Details’ for the Allele Detailed Report indicating the Allele Summary, Allele Frequencies, PubMed Publications, and Sequences.

ImmPort Allele Detailed Report

Click on each tab to see the detailed
information of each allele

Expand the blocks to view the details

Click on Export to open or save an
output file for further analysis



Choose the query type as Sequence Feature and enter the search options from the different criteria. (See the Sequence Feature Detailed Report from set
options)
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Select the arrow to modify
your search criteria

Query search based on Sequence Feature.
Indicate results per page and click submit or

clear to redefine options

Click submit on the selected criteria or
clear to reset the parameters



HLA Nomenclature
The HLA allele names are curated by the WHO nomenclature committee

(see http://www.ebi.ac.uk/imgt/hla/nomenclature/index.html and http://www.anthonynolan.org.uk/HIG/lists/nomenlist.html ).

The allele names are in the format of
• Gene/locus,
• Asterisk,
• Allele family (the serological antigen),
• Allelic Subtype (Amino acid difference),
• Non-coding (synonymous) polymorphism, intron 3’or 5’ polymorphism
• Optional suffix in single letter suffix ‘N’, 'L', 'S', 'C', 'A' or 'Q'

(N = Null expression, L = Low expression, Aberrant expression S = Secreted, C = Cytoplasm, Q
Questionable) .

The IMGT Accession is a sequence ID generated by IMGT (http://www.ebi.ac.uk/imgt/hla/nomenclature/alignments.html).
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