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e MMIORT ImmPort Protein Detalled Report

BICHNFORMATICS FOR THE FUTURE OF IMMUNOLDGY

Basic Protein Detailed Report

The following are the sources of the basic protein information presented on this page.
Protein - UniProt, NCBI Entrez Gene

Reference - UniProt

Feature - UniProt

Sequence - UniProt

Function - Gene Ontology

Pathway - KEGG

To export the detailed records on this page, click on "Export" at the bottom of the screen. For the
exported text file to display properly on a PC, use the WordPad text editor program to open the

text file.
Link(s)

About Reference Data
For dates of when data were extracted from their original sources, see Reference Data History on
the side navigation under the reference data query module.
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Protein Summary

Interieukin-20
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RefSeq Peptide, References, Features
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[L1163236] Interleukin 200 discovery, receptar identification, and role in epidermal function,

15429334 The status, quality, and expansion of the MIH full-length cOMA project: the Mammalian Gene Collection (MG,

15340161 Signal peptide prediction bazed on analysiz of experimentally verified cleavage sites,

12975309 The secreted protein discovery initiative (SPD1), a large-scale effart to identify novel human secreted and transmembrane proteinz: a

bicinformatics aszeszment.
Cross References:

Comments: Cytokine that may be involved in epidermal function and psoriaziz, Acts through STATS, Expreszed at wery low levels in skin, trachea, and
other tissues, Belongs to the [L-10 family.

Features

zignal peptide

chain Interleukin-20 25 176
dizulfide bond 33 126
dizulfide bond a0 132
dizulfide bond g1 134
sequence variant (in dbsMP: r=3E2RS9E0) 107

sequence conflict {in Ref, 1; AAF36679) 45

sequence conflict [in Ref. 2; AAOSE656) 126
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Protein Sequence, Functions, Pathways

Protein Sequence —|

Sequence: [Misw]

Wisw]

Wiew]
Functions —|
Gl GOO005125 cytakine activity

GOnO005RY A extracelular region
GOO00RG TR extracelular space
GOnO042 517 positive regulation of tyrozine phosphorylation of tat3 protein
GCnO04R517 interleukin-20 receptor binding

GO0 Ra06 positive regulation of epidermal cell differentiation

GCLO04RG 15 positive regulation of keratinocyte differentiation

GQOnO0B0727 regulation of inflammatary response
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