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FLOCK / Result Adjustment System (RAS)

Result adjustment and Centroid File Creation allows the user to:

=VView results of FLOCK, including 2-dimensional color-coded visualization
and basic statistics of populations

»Download characteristics of populations including expression profiles,
proportions, and mean fluorescence intensity (MFI)

»Edit FLOCK result within our result adjustment system (RAS)

»Save a centroid file for cross-sample comparison use

=VView the saved centroid files



FLOCK / Result Adjustment System (RAS): Accessing

Edit Profile | Sign Out
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Flow Cytometry Analysis (Beta) / Result Adjustment (RAS) / Overview

Flowy Cytometry | Data Management = | FLOCH < WiewiEdit Results =N Cross Sample = | Help

Result Adjustment and Centroid File Creation allo £ Flock

megtroid Files

F iew results of FLOCK, including 2-dimension 1 basic statistics of populations

o o Cross Sample ) ] ]
¥ Download characteriztics of populations incl artions, and mean fluorescence intensity (MFD)
¥ Edit FLOGCK rezult withinour result adjustment syztem (RAS)

F Save a centroid file for cross-sample comparizon use

F Wiew the zaved centroid files

& centroid file is a file that records the centers of the populations identified by FLOCK, 1t allows FLOCK to map populations across all samples so that the user can compare the same
population in different samples.,

To save centroids:

1. Select the analysis result from FLOCK Analysis History

2, Click on any thumbnail to view the associated two-dimensional dot plot
3. Select a population from the right and adjust it's centroid if necessary
4

sawve the centroid file by using menu button Centroid -= Save Centroid

FLZCK and the Centroid Adjustment algorithms are sometimes refined in order to obtain the optimal results, Please be sure to check the releaze notes to see if recent modifications would
affect your detected populationsz,

Flow Cytometry Analysis Workflow

Upload Data and Identify Populations Adjust FLOCK Results and Compare Populations
Create Dataset "_> Automatically Lising FLOCK Generate Centroid Files Across Different Samples
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FLOCK / Result Adjustment System (RAS): Accessing

Flow Cytometry Analysis (Beta) / FLOCK / Analysis History

Flowe Cytometry | Data Management = | FLOCK = | View Edit Results = | Cross Sample -

Select project: Test resea

Mouse-over column titles, click down arrow to hide of —Entroid Files

FLOCK Analysis History Cross Sample
Page 1 of1 ’ = @ Delete
__ji Details Mame Description Task Type “ersion
[[] petai1 Cas_sub TI3E6  FLOCK of all pre =t flock 1
[[] petail Aztasat flael F filas dacalact F2r flacl 1
[l petail T . . .
e Detail link provides access to analysis task detail
I Detail
[ petail batch flock +1 auta 3 files 4 marker_ 1 flock 1
[ petail batch flock +1 4me 6 files in batch run - flock 1

To access the Result Adjustment System (RAS):
=Go to View/Edit Results in the menu bar

*Click ‘FLOCK’

*FLOCK Analysis History page will be displayed
=Click on any ‘Detail’

Help

Status

completed
mrmnlatan]
i
i
completed
completed

Run By

Thomson
Thomson
Thomson
Thomson
Thomson

Thomson

Start Dete -
2011-04-11
2011-04-11
2011 -04-11
2011-04-11
2011-04-11
2011-04-11

Displaying 1 -6 of 6

End Date

2011-04-11
2011-04-11
2011-04-11
2011 -04-11
2011-04-11
2011 -04-11
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Result Adjustment System (RAS): Accessing

Flow Cytometry Analysis (Beta) / RAS / Result Overview

Crwerview - 1 Summhgy Tables = | Download = | Certroid = | Help = |

4= Use Menu bar to navigate _J‘

1 .
Dverview ) [em(RAS) - Task Name: Cas_sub_73366 File Name: 04283741.006 fcs
\/—:FSC ; FITCCD4 PE D25 CCDIE
;- . i : | (] Update.
o | i et . | controid | centroid | centroid
F5¢ !'* ! CE'EJ e ! Fsc  ssC ! FITC CDd

o1 n - 'c-emml_d _ 454 12 430

{2 mean flcpescent =1 138 &

[ | score 416 a5 473

s5e =i 23 385 ST ]

' s N 155 472 155 155
s 119 100 389 320 386

Fir N acddd name 273 43 93 453
Bz N 17 425 183 47

FITC Ch4 RN | 119 451 542 473
: Dol 48 438 134 512

[IEEN | 245 421 125 27

=Y | 288 475 17 188

PECDZE 187
. . 48

Click on any 2-D image to 7

access the Result Adjustment 73

— System. el
PR CDI -
SREN | 232 455 226 268

= 1083 780 o0 229

2 N 1185 g 923 178
4PC CD161 i!m [ | 237 790 367 388
Ecl | 485 588 597 183

E_Fﬂ ma aa s an Eoo o

[ i
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FLOCK / Result Adjustment System (RAS): Centroid editing

Flow Cytometry Analysis (Beta) / RAS / Result Overview

Owervisw = | Summary Tables - | Doveenloadd - Cehtro'lc:i -

e
Result Adjustment Systeﬂ bndo Changes

Save Centroid

opulation: 1 )
izt FL3-H v Aeis: FSC-H

Save Centroid for use in Cross Sample Comparison
Undo all changes returns to original output

Moving a Centroid
step 1: Select 2-D image for editing.
Step Z: Place cursor over 'C'inimage, click and mowe,
Step 3: Sélet;t"saue'(::han'ge's"t_o-uieigu_chan'gia.'in population

Deleting a Population

Step 1: Click on the 'Delete Population' button
Population is deleted (the ewvents are assigned to ofh'e'r_
populations) and the population will be removed from the
2-D display, summary Table, Centroid Table and MF| table

Sawing Centroid File

Step 1: Place cursor over 'C' and move to new location,
step Z: Click Save Changes.

Step 3: To sawe centroid file for Cross Sample Anaysis, 2o to
menu bar and click 'Centraoid' -

Population: 3 Fopulation: 4

Click any 2-D image
to edit

F‘oulat: '1 3- Populstion: 14 Populstion
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FLOCK / Result Adjustment System (RAS): Summary Tables

Menu Bar: Summary Tables
=Results
=Centroid

=Mean Fluorescent Intensity (MFI)

Flow Cytom is (Beta) / RAS / Result Overview

D‘Ndf | Certraid = | Help = |

}(RAS) - Task Name: FLOCK Analysis 1 File Name: heal
|

‘Summary Tables -

Resylt A Resuls
n - 4 Centroid
Mean Flourescent Intensity (]

Centroid Location - X: 107 13
Save Changes | Splie Centroid | Delets Population
phowing a Centroid % Poﬁgaﬁnn: 16 Pogul&sﬁion:-ﬂ? PDELdatiGn:--1 =3 Poﬁlaticnn: 19 % Poﬁgaﬂnn: 20

Summary Tables can be found on the next slide



FLOCK / Result Adjustment System (RAS): Summary Tables
1) Results table

Flow Cytometry Analysis (Beta) / RAS / Result Overview

Cwerview = | Summary Tables = | Download = | Centroid = | Help = |

Result Adjustment System(RAS) - Task Name: FLOCK Analysis 1 File Name: healthy2064 @

Key: 1=negative, 2=low, 3=positive, 4=high

Population 1d Colar User Defined Cell Type Description FSC-H SEC-H FL1-H FL2-H FL3-H

1 B FSC-H-SSC-H-FL1- 1 1 1 1 1 8|
2 Define FSC-H-55C-H-FL1- 1 1 3 2 3

3 [ | populations FEC-H+SSC-H-FLI- 3 1 5 i ;

4 B here FSC-H-SSC-H-FL1- 1 1 1 2 1

5 FSC-H-5SC-H-FL1- 1 1 3 2 3

& B FSC-H-S3C-H-FL1- 1 1 3 1 3

i H-FL1._1 1 1 1 ]

5 e 2) Centroid table

Flow Cytometry Analysis (Beta) / RAS / Result Overview

Overviews = | Summary Tables = | Download = | Centroid = | Help = |

Result Adjustment System(RAS) - Task Name: FLOCK Analysis 1 File Name: healthy2064 @

Population Id FSC-H S5C-H FL1-H FL2-H FL3-H FL4-H
1 413.0 aenn on e anmn e 531.0
2 s 7 3) Mean Fluorescent Intensity
3 6740 Flow Cytometry Analysis (Beta) / RAS / Result Overview
4 4420 Crwerviewy = | Summary Tables = | Download = | Centroid = | Help - |
5 #16.0
= S0 Result Adjustment System(RAS) - Task Name: FLOCK Analysis 1 File Name: healthy2064 @
; 22152 Population Id FSC-H S5C-H FL1-H FL2-H FL3-H FL4-H
1 413.0 159.0 82.0 1230 107.0 581.0
2 443.0 158.0 467.0 443.0 £18.0 2880
3 E74.0 303.0 300.0 2200 201.0 5230
4 442.0 154.0 16.0 3710 2530 £45.0
5 416.0 135.0 4520 270 605.0 2320
3 370.0 1250 451.0 73.0 £43.0 476.0
7 395.0 164.0 87.0 93.0 606.0 2730
8 £31.0 826.0 514.0 £90.0 7430 7180
9 412.0 162.0 95.0 122.0 £20.0 579.0
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FLOCK / Result Adjustment System (RAS): Downloads

Available downloads:
=Results
sSummary Table

Bl _home_jboss_.flockResults_740_76_flock_results.txt - WordPad
File Edit Wiew Insert Format Help

. el Sk #4 @& &
=Centroid Table
F3C-H 33C-H FL1-H FLZ-H FL3-H FL4-H Event Population
445 215 127 324 745 420 1 11

403 143 485 557 629 a8z 2

890 S00 240 304 2L 127 2 28
603 1023 104 278 250 82 4 23
3Iga 54 494 136 675 632 5 [
6
7

=Mean Fluorescent Intensity Table
=Download All

666 959 106 186 303 109
380 557 134 231
863 1023 224 307
613 993 108 235
692 10z3 49 256
934 1023 265 291

Flow Cytometry Analysis (B

473 110 4598 449

Uowenload = | Cerdroid = | H

Cwerview = | Summary Tahles -

~ | b 1
824 412 360 284 : :

. . 439 131 484 204 5 2

Result Adjustment Sfsi Resuts ne: N126_10_6 File Name: SO1026AXKmOOPO2 txt 521 433 295 313 . :
616 1023 140 220 ° 0

Summary Table 7 FSC-H-SSC-H-FL1-H-FL2-H-FL3-H+FL4-Hlo 1

Population! 1 481 147 143 61 8 FSC-H10$5C-HhiFL1-H+FL2-H+FL3-H+FL4-Hhi 2
: Centroid Table 650 579 251 162 9 FSC-H-SSC-H-FL1-H-FL2-H-FL3-H+FL4-H+ 1

Modociz: CDA Y Axcis: CORF 10 L1-H4FL2-HLoFLa-E+FL4-Ht L
MFI Table 11 FSC-H-S3C-H-FL1-E-FLZ-HIOFL3-H+FL4-Hlo 1

A 2 : ~ 12 FSC-H-S3C-H-FL1-B-FL2-H-FL3-H-FLAH- T

toad &l | Population: 2 Po_pulm'm_lj._ 3 Papulation: 4 Popg!atlon £l % i SR N

Download All 12 FSC-H-SSC-HIOFL1-H1oFLZ-K-FL3-H-FL4-H- 1

15 :

16 2

e 3

1 3

Population: 7 Population: 8 Population: 9 Populstion: 10 25

Wigw

Insert

Format

Ed Sk M

ERARNREERERRGROR G QNG R

Help

MENONNORURRGRORNAEOGN

B

Population: 14 Populstion: 15

1 413

Population: 11 Population: 1 Population: 13

File Edit

View Insert Format Help

i59

Centroid Lacation - X: 501 Y1486
o ) 1 413 153 82 123 107 s81
S S o Y L T Populatior: 16 Population: 17 Population: 18 Population; 20 < ey oAb Sfol qdgl  bdgk  egh
Maving a Centroid 3 74 303 300 2200 201 523
Step 1: Select 2-D image for editing. 4 44z 184 118 371 253 545
Step Z: Place cursor over 'C'in image, click and mave, & 416 135 452 271 5035 23z
Step 3: Select 'Save Changes' to wiew change in population 6 370 125 451 73 643 176
7 385 154 a7 28 606 273
Fundebinn ~ Flem dobinn =1 651 G286 514 620 T3 718
=) 412 162 85 122 620 579
Select any or aII for downloadmg T ot ip am T U B
. h 11 433 152 =) 291 G627 338
From the pop-up, select downloading opti 1z 354 348 s 131 14z 144
. ‘ y 13 536 873 (1= 19z 2049 179
ClICk OK 14 400 396 z2z9 234 232 214
15 116 245 83 395 136 127
16 608 971 a7 101 221 1z9
17 673 415 04 z08 1939 z10
15 713 1019 140 261 264 208

107
518
201
253
605
643
e06
743
620
5647
627
142
204
232
136
221

581
Z88
523
5645
Z3a
476
273
718
579
524
339
144
179
214
iz7
1z9
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FLOCK / Result Adjustment System (RAS): Editing Centroids

‘ Flow Cytometry Analysis (Beta) / RAS / Result Overview

|
| Overview = | Summary Tables = | Download = | Centroid = | Help - |
|

!Jb_73366 File Name: 04283741.006 fcs

) Population Selection
FE CDZ2E PP CD3 APC CD161 _— =

Undo Changes

Save Centroid

Result Adjustment System(RA?f
' N\

Fic a5 —
| @Llpd,ate. @Eﬂtd[ﬁ!fﬁphy b

T -
]| # Ccolor name: %
|

Fsc | | * |
EIEN | o

M2 158

AN | 47

s5C [FIE | 228
s W 155

s B 118

W7 B addname 273

il | 17

FITC 04 s B 149
: Mol 4m

EalRE N § 245

™z i 288

PE CD25 HEIREN | i
=14 222

(Flae M g

Editing Centroids:

sUndo Centroids—selection will eliminate all edits to the
centroids for this file

=Save Centroid—selection will provide the opportunity to
provide descriptive information for a centroid to be used in
Cross Sample analyses



