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e IMMPORT gelect Haploview Parameters

Set parameters from
the given Haploview
list. Then view the
results. If no
parameters are
selected, a pop-up
window is displayed
asking the user to
select the minimum
parameters: Block
definitions, LD plot
color scheme and
Allele display mode.

Select Reszarch Chooze Zhoose Edit Affection Select Haplowview
Project wWorkflow Cata Set Status Parameters

Select Haploview
Parameters

e —

—Input File

Ignaore pair wise comparison of markers =: |son !Kb apart
Exclude individuals with = ; !SU

%= missing genoktypes

—Blocks Definitions

[l canfidence Intervals (Gabriel st al.}
[JFour Gamets Rule
O zolid =pine of LD

The page at hitps:fhaww.immport. net says:

tRiRletiCeloniseh Sy Youmust select o least anie alelle display made, You must select at lsast one LD plat color scheme,

Clath Gamets * Y Youmust select af least one block definition,

[ confidence Bounds
R Sguared

O standard o' ¢ LoD

Cak o 7 Lo

Fsoo

— Alalles Display Mode

[l alleles as colored squares
[ aneles as lettars
O alleles as nurmbers

Set the Haploview parameters of interest and click

—Assaciation Tests

submit. Ref: http://www.broad.mit.edu/mpg/haploview/

[ association Tests (Single Marker)
D.C\ssociation Tests (Haplotypes)

[ Permutation Tests

erform Permutations for Association Tests Single Marker
DPerform FPerrmutations for Aassociation Tests Single Markers and Haplotvpes in Blacks
Mumber of permutation tests: |1000 | {a large number may take a long time to run}

 Blocks
Block Definition
— Gabriel et al.

Upper confidence interval value: [0.98 |

Lower confidence interval value: ID.? |

Upper confidence interval max for strong recombination value: (0.9

Min fraction of strong Id in info comparisan: ED.QS |
Exclude marks below: !EI.EIS MAF

—ath gamete rule

Fourth gamete frequency min: |"' o4 |

— Strong SO Spine

Extend spine id D primme: |;. : |

— Block Display
—Lines Displaw

Thick line threshald: [10 Jovs

Thin line threshold !1 o

Submit | [ Cancel |
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BIOHNFORMATICS FOR THE FUTURE OF IMMUNOLGGY

IGAT Analysis Results

ImmPort Genetic Analysis Tool (IGAT) ¢

Select Research Chooze Choose Edit Affection
Project wWarkflow Cata Set Status

View Analysis Results

Tour Genotyping Analysis request was subrmtted successfully, Your task 1d 15 4227
iChick the "Show Analysis History" button to proceed to the IGAT Analysiz History page.

[ Showpislysis Biston: l'\ Click to show analysis history
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BIOMNFORMATICS FOR THE FUTURE OF IMMUNOLDAGY

ploview Parameters

IGAT Analysis History

IGAT Analysis History .

.
.

View genotype results by clicking ‘Show
Analysis History’. Click each task_Id for
more detailed information

This page is a list of the taﬂ§'@ have submitted to the ImmPort Genetic Analysis Toolset. The history list
can cshow up to 50 tasks.. If the number exceeds 50, the oldest tasks will be dropped off the list, Click on a

tazk ID to view more mfnrmatmn about the task or to sae the results when the task has completed

execution. g

Taskl Start

id |
.,-.la:

4211
2233

431594

d189

a2a3

JgTE
ARTE

Fl-rad

129 items found, displaying 1 to 20. [First/Prev] 1, 2, 3, 4, &,

L
.

129 items fowdd, displaying 1 to 20. [First/Prev] 1, 2, 3, 4, &, 8, 7 [Next/Last]
| | Data Set
Accession/Name)

Date gE_nl.i E“A*—EE

O 200 20009 O 20/ 200% Run_Haploviaw
1315832 1S9 0s

4292000 04 29 2009 Update_Subject sffection_Statul

L7:04:38  LTFi04:59

Cbf 2H7 2009 042972009 Update_Subject_afection Status

A004T L TO4TILs

D4/ 22009 04 2R 2009 Update_Subjed_sffaction_Status

L2419 LO:Z4E0

Cebf 28 2009 04F 28/ 2009 Bun_Haplosiew
B R el [ L7 47249

o4 285 2009 D4 25/ 2009 Updata_Subjec Affection_Status

1T:45:124 L7451 20

406/ 2009 0470672009 Craste_PEC_File
15127107 1512710

D324 2002 D3P 2H 2009 Run_Haplowiaw
1812929 LEpETIRE

05024 2009 03 24 2009 Creste _PED_Fila
1129310 LE:Z5:43

O3 24 2009 0224/ 2009 Create _FED_Fila
1711545 LTFi1%:a47

Task Type

Dataset
Source
HOESd4 [/ TE020509.1 imrmpodt_oreated Haploview

HOEGLT f Naw Jubject imrport_crested nda
affaction status

HDEE15 / Naw subject imrport_created nfa
affection status (2]

HDSELS f New subject immpors_crasted ni's
sHfection ptatus

HOZEL4
edited_affecio
r_HDEFES,
HDEELS
aditad_affactic
n HOS%E9

HEEe0l f 2P regTest  inmmmport_created m'a
before 2.5, FED 2 PF
W20 B4LT

HOE599 f tegt SHP list immportorested Heplowaw

imrnport_created Hoplowaw

irmrnpon_created n'a

HDE59% f et SHP ligt immport_crested nf'a

HOES98 / wrxsny irmrmpost_created ngda

g, I [hext/Aast]

Algorithm

Gompleted
Carnpletad
Cornpleted
Carmplated

Sompleted

Carmpletad

Cormpleted

Carnnleted
Cormpleted

Completed




